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The authors apologize for the errors that appeared in Figure 2B of the above article in which ﬁve sequences of the Lemi1
element corresponding to diﬀerent Arabidopsis ecotypes were not correct. We have repeated these experiments and
analysed the presence of Lemi1 in diﬀerent ecotypes. We have not been able to detect the Lemi1 sequence in the genomes
of the Moscow (Ms-0), Dijon-G and Tsu-0 Arabidopsis ecotypes for which data were given in Figure 2B. On the other
hand we found that the sequence corresponding to the RLD ecotype was not correct. As we already pointed out in the
article, the analysis of the sequence of the Lemi1 element in six ecotypes shows that there is a polymorphism at the level of
the insertion in a short coding sequence and on the presence of an acceptor splice site. On the contrary, we have not found
any polymorphism at the level of the stop codon found at the beginning of the Lemi1 sequence. The correct Figure 2B is
shown as follows. The accession numbers of the new Lemi1 sequences are EF526300 for the Ws (Wassilewskija) and
EF526301 for the Ge-0 ecotypes.
INSERTION
B
AS
TGYAGGT
64 95 100 44
42 100 57
RLD     CTGA TTGA    TCTAGGCTA
Col-0 CTGA TTGA    TCTAGGCTA
Ge-0 CTGAGGATGTCGAATCAAGAAATTCGGATGGATCCACTTGTGAAGTTGATGTTCATGAACTTGA    TCTTGGCTA
Co-4    CTGAGGATGTCGAATCAAGAAATTCGGATGGATCCACTTGTGAAGTTGATGTTCATGAACTTGA    TCTTGGCTA
Co-1    CTGAGGATGTCGAATCAAGAAATTCGGATGGATCCACTTGTGAAGTTGATGTTCATGAACTTGA    TCTTGGCTA
Ws CTGAGGATGTCGAATCAAGAAATTCGGATGGATCCACTTGTGAAGTTGATGTTCATGAACTTGA    TCTTGGCTA
E  D  V  E  S  R  N  S  D  G  S  T  C  E  V  D  V  H  E  L  D
Figure 2.
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